Helicobacter pylori is a microaerophilic bacterium frequently found in the gastric antrum of both asymptomatic subjects and those with peptic ulcer disease. ' 2 Recent work has shown that "5S-methionine-labelled protein sodium dodecyl sulphate-polyacrylamide acrylamide gel electrophoresis (SDS-PAGE), immunoblot and DNA fingerprinting based on DNA digest patterns can all be used to indentify H pylori.' However, ribopatterns provide a simpler, reproducible and sensitive method of discriminating between isolates of H pylori.4 7 A high level of genomic heterogeneity has been shown among Hpylori isolated from different patients in the United Kingdom, the Netherlands, Australia and Canada.4 "This genomic heterogeneity is more pronounced in H pylori than in many other organisms that have been studied,'2-'" hence the technique of DNA fingerprinting has clear applications for epidemiological research.
The reason for the genetic heterogeneity in H pylori isolates is unclear. Although H pylori DNA fingerprints are highly stable in the laboratory, H pylori may exhibit genetic instability in vivo. Acute infection seems to be associated with a transient achlorhydria: the evidence comes from self ingestion studies '5 and from retrospective analysis of epidemics of achlorhydria in experimental laboratories which may have been due to transmission of H pylori by contaminated nasogastric tubes. '6 19 In contrast, the acid secretion of asymptomatic volunteers found to To compare the ribopatterns from all the isolates in the study, the bands were coded according to size to minimise errors when determining similarities between the ribopat- ..
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Am SW _ -terns by computer assisted methods of analy-= sis. The patterns were screened for bands s within 21 different size ranges up to 10 I kilobase pairs (table) that were defined by 6 This study also shows that H pylori isolated from an individual subject at different timesfor example, before and after treatment with omeprazole-usually have the same DNA type.4' 0 I The minor subtypic DNA differences that were seen in H pylori isolated from two patients were also stable with time and treatment. DNA digest patterns of H pylori cultures maintained in a laboratory are highly stable. This stability, together with the identical ribotypes obtained before and after treatment, suggests that the subtypic differences are genuine minor genomic variations, possibly representing stable point mutations or inversions.
This study supports the evidence from other studies47 that two or more DNA subtypes-or indeed types, as in the case of case 6-can coexist in the gastric mucosa of a patient at any one time. The reason for the pronounced genomic heterogeneity of H pylori remains unclear, but it is unlikely that it is caused by the bacterium's ability to induce transient intragastric hypoacidity.
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